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# features = 267 , max = 24
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# features =57 , max =9
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# features = 505 , max = 28
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# features = 224 , max = 19
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# features = 136 , max = 16

# features = 81 , max = 15

# features = 198 , max = 20

# features = 615, max = 19
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# features =58 , max =9

# features = 197 , max = 17
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# features = 327 , max = 25



GSZz

GSz

20
15 +
10

1 i o L

WONG_EMBRYONIC_STEM_CELL_CORE

e

Ikl ||||‘||\'||||| ™

RHEIN_ALL_GLUCOCORTICOID_THERAPY_DN

P 'II|T|\"||"‘III\'\\T'

20

15

10

PUJANA_BRCA_CENTERED_NETWORK

P w——

20

15

10

5_

0_

_10 —

SARRIO_EPITHELIAL_MESENCHYMAL_TRANSITION_UP

III.I\II\nh IIILI\I I ||Mmh

Lty

_15 -

# features = 312 , max = 19

# features = 341 , max = 12

# features = 113, max =9

# features = 171, max = 21



